Appendix A.
We imputed missing data using the multivariate imputation by chained equations method implemented in STATA 12. This uses a missing at random (MAR) assumption. Supplementary variables were used in the imputation models. These included the same variables collected at other waves and variables measuring other constructs that were highly correlated with the main study variables. Table A1 gives the proportion of missingness for all variables used in either the propensity score model or the substantive mobility models. The propensity score was used as the basis for matching the breastfed and formula fed cohort members. We carried out a 1:3 propensity score matching procedure with a nearest neighbour matching algorithm within callipers (width of propensity score intervals) of width 0.0002 standard deviations of the propensity score, dropping 2% of the treatment observations where the pscore density of the control observations is the lowest.
All the variables in the propensity score models had a bivariate association with breastfeeding. In multivariate models on the 1958 cohort, mothers were more likely to breastfeed if they were older, taller, more educated, in a more advantaged social class, did not smoke before the pregnancy, and had a full-term baby. They were less likely to breastfeed if they were ill in pregnancy, attended the first antenatal clinic earlier, had a low haemoglobin count, previous premature babies, lived in overcrowded accommodation, and gave birth to a low birth weight baby with health problems. In the 1970 cohort, taller older more educated and more socially advantaged mothers of full-term singleton children were more likely to breastfeed. Mothers who smoked, were ill in pregnancy, who did not attend mothercraft or labour preparation classes were less likely to breastfeed.
Standardised differences are used to examine the balance of the matched groups of breastfed and formula fed groups. Table B1 gives matching diagnostics for each of the 20 filled-in datasets averaged over all variables. It shows evidence of significant differences in the distribution of the propensity score matching variables for breastfed and formula-fed children before matching which disappeared after matching. Figure B1 complements Table B1 by giving diagnostics for each variable averaged over the 20 filled-in datasets. This perspective also confirmed that differences in the matching variables were eliminated after matching. * Pseudo R2 is from a probit of treatment status on all the variables in the propensity score model before matching and on the matched samples + Likelihood-ratio test of the joint insignificance of all the independent variables in the propensity score model before and after matching ^ Standardised bias is the difference of the sample means in the breastfed and non-breastfed (before or after matching) sub-samples as a percentage of the square root of the average of the sample variances in the breastfed and non-breastfed groups Figure B1 . Percentage standardized differences for baseline covariates comparing breastfed with formula fed children in the original and the matched samples from the 1958 and 1970 cohorts. 
